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小为 2172bp，预测蛋白质的分子量为 80.435kD。随后我们用 PCR 扩增了青霉素
酰化酶基因的DNA序列并连接到大肠杆菌表达载体pQE-30UA上，在大肠杆菌M15
中实现表达，并对该酶的生化特性进行了研究。酶学性质分析表明该青霉素酰化
酶 适作用 pH 是 8.0， 适温度是 60℃。在 30℃条件下，有相对较好的热稳定
性。  
其次，本文从杂色鲍鱼体内筛选并分离到了 5株能够产琼胶酶的菌株，分别
属于 Vibrio 和 Pseudoalteromonas 菌属。酶学性质研究表明，来源于这 5 株菌
株的琼胶酶 适作用温度是 50℃， 适 pH 是 7.0。金属离子对不同菌株所产琼






















In this study, we constructed a metagenomic Fosmid library from a sediment 
sample collected from the coast near the Zhangshan Station (ZSS), Antarctica. A clone 
producing penicillin amidase was isolated form this library. This clone was found to 
contain an ORF encoded a protein of 724 amino acids that represented typical features 
of a penicillin amidase. This penicillin amidase gene was cloned into pQE-30UA , and 
recombined expressed in E. coli. Further investigation show the recombined enzyme 
had a good hot stability, and its optimum reaction pH was 8.0 and the optimum 
temperature was 60°C.  
Here we also reported the identification of five strains agarase producing strains 
from the Haliotis diversicolor. These strains was classified into either Vibrioor 
Pseudoalteromonas by 16s rDNA analysis. The enzyme data had proved that the 
agarase reaction optimum pH was 7.0 and the optimum temperature was 50°C. The 
metal ions play a different effect in the strain, respectively. The enzyme was sensitive 
to Urea, GuHCl and EDTA.   
 




















酰化酶基因 ACPGA001 的克隆、表达和性质分析 
1 前 言 
1.1 南极简介 
1.1.1 南极概况  
南极洲，位于南极点四周，为冰雪覆盖的大陆，周围岛屿星罗棋布。南极洲
的面积，包括南极大陆及其岛屿面积共约 1,400,000 km2  ，占世界陆地面积的 10
％，与美国和墨西哥面积之和相当，是中国陆地面积的 1.45 倍，是澳大利亚陆
地面积的 2倍，为世界第五大陆。南极洲四周围绕着多风暴且易结冰的南大洋,  为
大西洋、太平洋和印度洋的延伸，面积约 38,000,000  km2，为方便研究,  被称为






拔高度 2,500 m， 大高度 4,800 m。在东南极洲有南极大陆 大的活火山，即位
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